WANG Qianwen

Phone: +86 15012685829 / +852 54042329 | Email: treywea@gmail.com | Website: www.treywea.top

Education

PHD | THE CHINESE UNIVERSITY OF HONG KONG | 2015.08 - 2021.02
- Major: Molecular Biotechnology

BACHELOR | NORTHEASTERN UNIVERSITY | 2010.09 - 2014.06
- Major: Computer Science

Research Experience

LECTURER | SOUTHERN MEDICAL UNIVERSITY | 2022.06 - NOW
- Department of Bioinformatics, School of Basic Medical Sciences

RESEARCH ASSOCIATE | THE CHINESE UNIVERSITY OF HONG KONG | 2021.04 — 2022.05
- School of Life Sciences

RESEARCH ASSISTANT | THE CHINESE UNIVERSITY OF HONG KONG (SHENZHEN RESEARCH
INSTITUTE) | 2014.10 - 2015.05
- School of Life Sciences

Teaching Experience

LECTURER | SOUTHERN MEDICAL UNIVERSITY | 2022.06 - NOW
- Department of Bioinformatics, School of Basic Medical Sciences

TEACHING ASSISTANT | THE CHINESE UNIVERSITY OF HONG KONG | 2015.08 — 2019.08
- Department of Sciences, School of Life Sciences

GRADUATE RESEARCH CONSULTANTS (GRC) | UNITED COLLEGE, THE CHINESE UNIVERSITY OF
HONG KONG | 2016.08 — 2017.08
- United College

Skills & Abilities

PROGRAMMING
- Bash/Shell, R, Python, MySQL, C++, HTML5,

MUTIL-OMICS
- Bioinformatics and genomics analysis of epigenetics (including WGBS, ChIP-seq, smRNA-seq, ATAC-seq,
Nanopore Direct RNA-seq and RNA-seq)



LANGUAGES
- Fluent in Chinese and English

Honors and Awards

Postgraduate students publication award | School of Life Sciences, CUHK | 2020-2021

Oral presentation | 2020-2021 Science Faculty Postgraduate Research Day, CUHK | Jan 2021
Best Presentation Award |SKLA/ IPMBAB Seminar Series 2020, CUHK | Nov 2020

Winner of The Young Scholar Competition | WUN Symposium cum Research Summit on Impacts of
Grain Legume Research and Development in Developing Countries, CUHK | Jun 2017
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